[Statistical analysis of splicing sites in mammals].
222 donor and 222 acceptor sites were studied. Well-known features of these were confirmed. Several novel observations were made: cCAGGGag signal is present at (-60) region and there is a complementarily between regions (-65) and (-28) of acceptor sites. The calculated strengths of donor and acceptor sites of the same intron are correlated on the 0.5% significance level.